Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.126; data-to-parameter ratio = 15.7.
Related literature
For related structures, see: Mangalam et al. (2009) ; Tang (2011) .
Experimental
Crystal data 
Data collection
Bruker SMART 1K CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.981, T max = 0.983 7984 measured reflections 3048 independent reflections 2358 reflections with I > 2(I) R int = 0.015 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.126 S = 1.05 3048 reflections 194 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.23 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (1) 3.0290 (15) 173 (2) Symmetry code: (i) Àx; Ày þ 1; Àz.
Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of the title compound, with the displacement ellipsoids drawn at the 30% probability level. 0.0905 (10) 0.0725 (9) 0.0852 (9) −0.0211 (7) 0.0049 (7) 0.0280 (7) C1 0.0429 (7) 0.0365 (7) 0.0433 (7) −0.0008 (5) 0.0038 (5) −0.0034 (5) C2 0.0646 (9) 0.0412 (8) 0.0570 (9) −0.0072 (7) 0.0176 (7) −0.0042 (7) C3 0.0719 (11) 0.0439 (9) 0.0733 (11) −0.0115 (7) 0.0154 (9) 0.0046 (8) C4 0.0726 (11) 0.0378 (8) 0.0733 (11) −0.0093 (7) 0.0007 (9) −0.0071 (8) C5 0.0777 (11) 0.0503 (9) 0.0618 (10) −0.0057 (8) 0.0077 (8) −0.0203 (8) C6 0.0445 (7) 0.0398 (7) 0.0410 (7) −0.0042 (5) 0.0094 (5) −0.0038 (5) 
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